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| | |
F.psePAL1 AGEBTGRP NSKAMGPTG T A AGEEG QPKEG N GTAMGSGMAS ANBEA 70
F.psePAL3 AGEBTGRP NSKAMGPTGM THESPEEA AGMEG QPKEG N GTAMGSGMAS ANBEA 70
F.psePALZ AGEBTGRP NSKAMGPTG T A AGEDG QPKEG N GTAMGSGMAS ANBEA 70
Consensus Y| AGLLTGRP NSKAVGPTGE NLTAEEAFKL AGVEGGFFEL QPKEGLALVN GTAVGSGMAS MVLFEAMNILA
100%
cersenann | [TTTTTTIT (TTIIT e T TV T HHHHHHHHHH HINm
alo 100 1f0 14|o
F.psePAL1 MSA MQGKP TDHETH H HPG AA AA HEM DP P|
F.psePAL3 SEMMS A MQOGKP TDHSTH H HPG AA AA HEM DP P|
F.psePAL2 MSA MQGHKP TOHETH H HPG AA GSS AA HEM DP P|

Consensus VLAEVMSAIF
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HPGQIEAAAI

MEH | LDGSAY

VKAAQKLHEM

DPLQKPKQDR
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F.psePAL1T MABRTSP GP S8 THEM NS MNDNP S RNKARHGGNE QGTENGMSME NT AARG 210
F.psePAL3 MABRITSP GP SS TKM NS MNDNP S RNEABHGGNE QGTPERGMSMEB NT AANG 210
F.psePAL2 MABRITSP GP SS TEM NS MNDNP S RNEKABHGGNE QGTPRGMSME NT AARG 210
Consensus YALRTSPQWL GPQIEVIRSS TKMIEREINS VNDNPLIDVS RNKAIHGGNF QGTPIGVSMD NTRLAIAAIG
100%
cose, [T TN AT AN TN TITRLITAN
2?\1 2-70 2:‘|‘72I zﬂIO
F.psePAL1 AQES N NNGEP SNESGGRNPS GERGA AMASNCSERQ ANPMTNHM Qs HN 280
F.psePAL3 AQES N NNMGEP SNESGGRNPS GERGA AMASNCSEERQ ANPMTNHY QS HN 280
F.psePAL2 AQES N NNGEP SNESGGRNPS GRERGA AMASNCSERQ GNPMTNHM Qs HN 280
Consensus KLMFAQFSEL VNDFYNMNGLF SNLSGGRNPS LDYGFKGAE| AMASYCSELQ FLANPVTNHV QSAEQHNQDV
100%
cosewr, ([T LTI CTNITOECITCACTAAIL I
3IIJC 3%0 3¢|\0
F.psePAL1 NSBGENSS TSEA MSTT GEC Q H NEKNTMENTM SQMA TT GMNGEBEHPSHE 350
F.psePAL3 NSEGENSS TSEA MSTT GEC Q H NEKSTMENTM SQMA TM GMNGEBHPSHE 350
F.psePAL2 NSEGENSS TAEA MSTT GEC Q H NEKSTMENTM SaQMA TM GMNGEBEHPSHE 350
Consensus NSLGL|SSRK TSEAVE|ILKL MSTTFLVGLC QA|DLRHLEE NLKSTVKNTV SQVAKRVLTM GVNGELHPSR
100%
S 1 L1 R B i)
3?0 4?0 420
F.psePAL1 [BC A PCSATMPEM Q Q H AEKNGENERN BGTS T 420
F.psePAL3 [BC A PCSATMPEM Q H ABNNG N [LSTS A T| 420
F.psePALZ HC A PCSATHMPEM Q H AEKNGETEKN [ESTS A T| 420
Consensus FCEKDLLRVV DREYIFAYID DPCSATYPLM QKLRQTLVEH ALKNGDXERN LSTSIFQKIA AFEDELKTLL

100%
Conse r\rallcln
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44
F.psePAL1T P SARTA SGNPARPN CRSHP ST TG PG T AMS P 430
F.psePAL3 P SARAA SGNPARPN CRSHP GT TG S PG T AMS P 430
F.psePALZ P SARAN SGNPARPN CRSNMP GT TG TS PG T AMC P 430
Consensus PKEVESARAA LESGNPAIPN RIKECRSYPL YKFVREELGT EYLTGEKVRS PGEEFDKVFT AMSKGEI IDP

100%
cerseson [ [ UL T el LALEATE ECCREEA T (TR e TR TR [ et AT
500
1
F.psePAL1 CEBESWNG APEBPEC so6
F.psePAL3 CEBESWNG APHPMC s06
F.psePal?2 EMECEESWNG APBPHA s06

Consensus LLECLESWNG

APLPIC

en [T TN

Conservation
Figure S2. Protein sequences alignment of PAL1, PAL2, and PAL3 genes from Ferula pseudalliacea. In

the Consensus sequence, the letter N indicates a variation in each of the three sequences.



